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Editorial
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In 2003, the World Health Organiza-
tion (WHO) steered an unprecedented 
global response to successfully control 
severe acute respiratory syndrome 
(SARS), a new disease caused by a 
previously unknown coronavirus. This 
became the first major international 
health emergency in the 21st century 
[1]. Almost 10 years later in June 2012, 
the discovery of another novel strain 
of SARS-like coronavirus [2] sparked 
similar alarm. This virus belongs to the 
same family of viruses that caused SARS 
in 2003. It also causes unusually severe 
pneumonia and death in a majority of 
patients [3]. Because a significant pro-
portion of cases have been acquired 
in our region, it has had a significant 
impact on the countries of the Eastern 
Mediterranean. 

By April 2013, as the number of fa-
talities from the Eastern Mediterranean 
region  rose to 9 and with 14 confirmed 
cases [4], the situation raised some 
pressing questions. This virus had not 
been detected in humans or animals 
previously [5], and although most cases 
were sporadic, recent evidence of limited 
person-to-person transmission from in-
dex case to family members heightened 
concerns. The latest cluster involved a 
United Kingdom (UK) resident who 
seemed to have acquired his infection 
in south Asia or the Middle East. Two 
family members who became ill on his 
return were subsequently diagnosed 
with novel coronavirus infection. The 
fact that neither had travelled outside 

of the UK provided the first convincing 
evidence of person-to-person transmis-
sion [6]. 

The origin of this virus remains 
unknown. Early scientific evidence 
suggests that the virus might already 
be widespread in animals [7] but 
much about this virus remains to be 
understood. Important questions to 
be answered include the origins of the 
outbreak, how widespread it is in na-
ture, whether it is a zoonotic infection, 
and how it emerged in humans as a 
virulent pathogen. Most important of 
all is whether infection can be sustained 
through human-to-human transmis-
sion. Its risk to global health will be fully 
understood once the scale and evolu-
tion of this virus is known. Geographic 
monitoring is a priority, particularly 
mapping across jurisdictions. 

In January this year, experts from 
WHO and other international health 
bodies assembled in Cairo to discuss 
what is currently known about this 
virus. Efforts to answer important 
questions have been made as shown 
by Angus Nicoll, Anthony Mounts and 
colleagues in this issue of the EMHJ. 
Articles from Richard Pebody, Bassam 
Hijawi and others have also contrib-
uted important new data. The papers 
published in this issue of the Journal 
provide a convincing demonstration 
of the global health community work-
ing together to build the evidence base 
that will guide and inform public health 
decisions. 

Our experience with novel corona-
virus infection reinforces the benefits of 
regional engagement amongst WHO 
Member States. It also highlights the 
cooperation that is necessary to suc-
cessfully combat international health 
threats within the spirit and framework 
of International Health Regulations 
(2005) [8]. WHO and international 
scientific communities have benefitted 
from the willingness of countries in our 
region to share viruses and information 
immediately. This has allowed timely 
sequencing studies and the rapid devel-
opment of diagnostic tests. 

Ten years after the world success-
fully contained SARS, critical questions 
remain. How safe is the international 
community? Are we prepared for an-
other global event like SARS? There are 
mounting concerns over a succession of 
new pathogens identified since the turn 
of the century [9]. The world has already 
experienced the century’s first influenza 
pandemic. This event was preceded by 
another outbreak of global importance 
– avian influenza caused by H5N1 virus. 
Lessons from avian influenza, pandemic 
influenza, the recent emergence of novel 
coronavirus infection in the Middle East 
and influenza A(H7N9) virus in China 
[10] demonstrate that all these diseases 
have in common “known unknowns”. 
New pandemic diseases will emerge 
again in the future. Novel microbes that 
are sustained in nature will eventually 
spill over again to infect human popu-
lations. When this happens, another 
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major international health crisis will be 
announced [11].

The emergence two human patho-
gens, novel coronavirus and influenza 
A(H7N9) virus, within the past few 
months reminds us that global health 
is not yet safe. Although these events 
could not be predicted, we can still 
gain if we are better prepared through 
shared and joint defences. This will 
require constant vigilance, proactive 

surveillance and targeted response 
systems across all countries. Such sys-
tems should be designed to optimize 
disease intelligence and to improve risk 
forecasting. The current priority is to 
monitor coronavirus infections for evi-
dence of sustained human-to-human 
transmission. While it is important to 
weigh the evolving risk on a prospective 
basis, we must stay ahead of the curve. 
Expecting the unexpected will be the 

cornerstone for WHO’s vision of global 
health security. It will also be a test of the 
global public health community’s col-
lective response to this new infectious 
disease. 

The global public health community 
must attempt to understand the public 
health risk associated with this virus. No 
one knows how far the disease might 
spread and its ultimate ramifications for 
the region and also the world.
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